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Anti Microbial Resistance AMR .
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Health Care Worker HCW .

Lower Respiratory Tract Infection LRTI .

Men Who Have Sex With Men MSM .

Nucleic Acid Amplification Technology NAT .

Next Generation Sequencing NGS .

Negative Predictive Value NPV .

Point Of Care Testing POCT .

Positive Predictive Value PPV .
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Upper Respiratory Tract Infection URTI .

Urinary Tract Infection UTI .
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Whole Genome Sequencing WGS .



L ESCMID e

«.S@,ij,l:.o» JQ' u’&%




E S [: M | D MANAGING INFECTIONS
PROMOTING SCIENCE

Food Supply Chain §8 AMR 9wl ol g o g9 b0
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Viral Metagenomics

Jutte De Vries (Leiden, Netherlands)
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MALDI-Toff (MT) In Clinical Microbiology for AMR Detection & Typing
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Genomics For Infection Control in Hospitals

Resistant follow up in hospitals for infection counter surveillance
Claire Gorrie (Melbourne, Australia)
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Hospital Microbiome surveillance

Mapping the resistome in the hospital environment and implications for infection
prevention

Niranjan Nagarajan (Singapore, Singapore)
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Interactive web application
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Metagenomics in Respiratory Infectious Disease
Themoula Charalampous (London, United Kingdom)
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47 QCMD

External Quality Assurance (EQA) in microbial Metagenomics

Quality Control for Molecular Diagnosis (QCMD)
Anciella Lebrand
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REGISTRATION
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register for EQA

programmes online
via the participant
profile area.

MANAGEMENT
All aspects of the
scheme can be
easily managed

using QCMD's unique

EQA REPORTS
Participant receives a

report within 2 weeks (up

to 4 weeks for the drug
resistance / sequence based
schemes) summarising their

performance in comparison System (ITEMS).
to their peer group. ‘

IT EQA Management

T

4

DATA
COLLECTION
Results are returned
to QCMD for
analysis. Due to

our high level of
participation a wide
variety of workflows
are covered.

-
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EQA TESTING
Laboratory analyses
each sample. The
number of samples
is programme
dependent.

DISTRIBUTION
Laboratories have a
choice of one, two
or four distributions
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ESGHAMI (ESCMID Study group for Genomic Host and Microbiota Interactions) Meeting
ESGHAMI Meeting: Molecular- guided Therapy for STI's M. genitalium

Catriona Bradshaw (Carlton, Australia)
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Urinary microbiome (Urobiome)

Tomislav Mestrovic (Seattle, United States) / Maria Vehreschild (Frankfurt am Main, Germany)
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Post Covid Syndrome (PCS)
G. Llados (Badalona, Spain)
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Late-breaking research from The Lancet group
Chairs Emma Grainger (London, United Kingdom) / Zoe Mullan (London, United Kingdom)
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